
2021

2020
Experiential Ph.D. Leadership  Boston, MA, United States
Northeastern University

2019

2015
Ph.D. Computer Science  Leipzig, Germany
Leipzig University

Thesis: Novel Methods For Constructing, Combining And Comparing Co-Expression
Networks: Towards Uncovering The Molecular Basis Of Human Cognition. Comitee:
Prof. Dr. Peter F. Staedler, Prof. Dr. Katja Nowick, Prof. Dr. Martin Middendorf.

2017
Visiting Ph.D. Candidate  Trondheim, Norway
Norwegian University Of Science And Technology

Advisor: Prof. Dr. Eivind Almaas

2013

2009
B.Sc. Statistics  Curitiba, PR, Brazil
Federal University Of Parana

Thesis: Survival Analysis For Long Term Survivers From Colon Cancer. Supervisor:
Prof. Dr. Suely Ruiz Giolo.

2012

2008
B.Sc. Biotechnology  Curitiba, PR, Brazil
Pontifical Catholic University Of Parana

now

2019
Channing Division of Network Medicine  Boston, MA, United States
Harvard Medical School - Brigham And Women’s Hospital

Research Trainee

Development of methodologies for biomarker discovery for early disease
diagnose.

CONTACT INFO

 deisygysi.github.io/

 deisygysi/

 GysiDeisy

 deisy-morselli-gysi

SKILLS
Programming Languages
R     

Python   

Perl   

SQL   

SAS   

CSS  

C  

Languages
Portuguese     

English     

German    

Spanish   

Last updated on 2022-04-03.

DEISY MORSELLI GYSI
Network Science | Bioinformatics | Statistics | Biotechnology

Ph.D.  in Computer Science. Bioinformatician and Statistician with a solid background
in Biotechnology. Extensive experience with Network Science, Big Data, genomics,
transcriptomics, and method development for network analysis. Passionate about
complex systems. Independent Consultant for statistics in Medical Science. Organized,
communicative, creative, and fast learner with outstanding writing skills. Works well in
teams and alone.

EDUCATION

|

|

|

|

RESEARCH EXPERIENCE

|





https://deisygysi.github.io/
https://github.com/deisygysi/
https://twitter.com/GysiDeisy
https://www.linkedin.com/in/deisy-morselli-gysi


now

2021
Center for Complex Network Research  Boston, MA, United States
Northeastern University

Associate Research Scientist

Curation of non-coding genes interactions for assembly of a high quality interactome.
Development of personalized medicine ML tools for patients with auto-immune diseases.
Training of graduate students and postdoctoral researchers.

now

2021
MAVERIC  Boston, MA, United States
Us. Department Of Veteran Affairs

Bioinformatician

Development of methodologies for biomarker discovery for disease progression.

2021

2019
Center for Complex Network Research  Boston, MA, United States
Northeastern University

Postdoctoral Researcher Associated

Member of a team that tested and validated a computational drug-repurposing algorithm for identification of treatments
for COVID-19.
Member of the team that published the Nature cover for the 20th anniversary of the Human Genome Project.
Curation of disease-gene association databases for assembly of a high quality database.
Biomarker discovery for non-responders of first-line drugs in patients with autoimmune diseases.
Training of graduate students and undergraduate students.

2012

2010
Statistics Department  Curitiba, PR, Brazil
Federal University Of Parana

Undergraduate Research

2011
Animal Breeding Institute  Curitiba, PR, Brazil
Federal University Of Parana

Undergraduate Research

2011
Laboratory of extra-cellular matrix protein biochemistry and poison biotechnology  Curitiba, PR, Brazil
Federal University Of Parana

Undergraduate Research

2010

2008
Genetics Department  Curitiba, PR, Brazil
Pontifical Catholic University Of Parana

Undergraduate Research

2020

2019
Scientific Advisor  Boston, MA, United States
NomiX life sciences

Development of methodology for biomarkers in early disease detection.
Guidance and support for biomarker discovery from omics.
Training of younger bioinformaticians.
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|

|

|

PROFESSIONAL EXPERIENCE

|





2015

2014
Senior Statistician  Sao Paulo, SP, Brazil
Hospital Israelita Albert Einstein

Assistance to the research department of the hospital on the statistical analysis for researchers.
Prepared publications for peer-reviewed journals.
Statistics consultant for experiment design, descriptive analysis and inference analysis for studies related to the
institution.

2014

2013
Bioinformatician  Sao Paulo, SP, Brazil
Heart Institute

Development of methodologies for network comparison.
Pipeline and workflow construction for SNP analysis.
Analysis of transcriptome from different methodologies: RNAseq, microarray.
GWAS analysis for different phenotypes.

2013

2010
Co-Founder  Curitiba, PR, Brazil
Easy Stats

Assistance to statistical analysis for researchers.
Prepared publications for peer-reviewed journals.
Statistics consultant for experiment design, descriptive analysis and inference analysis for academic studies.

2013

2011
Credit Analyst  Curitiba, PR, Brazil
HSBC Multiple Bank

Development, validation and report of statistical models in the context of Basel II (Probability of Default, Loss of Given
Default, Exposure at Default) and BAU (Business as usual).
Responsible for modeling Auto Finance portfolio ‘Origination’ and ‘maintenance’ models and related documentation.
Analysis of behavioral variables used in credit models, studies of stability and performance, improvements of new
models.
Approval of databases for modeling credit development.
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2018
Free University of Berlin  Berlin, Germany
Programing For Evolutionary Biology Course

Statistics And Data Analysis

now

2021
Free University of Berlin  Berlin, Germany
Mini Programming For Evolutionary Biology

Network Analysis For Biological Systems

now

2021
National Autonomous University of Mexico  Mexico City, Mexico
Escuela De Verano En Bioinformática

Network Science In Biological Systems

2020

2018
Free University of Berlin  Berlin, Germany
Programing For Evolutionary Biology Course

Teaching Assistant

2017

2016
Leipzig University  Leipzig, Germany
Programing For Evolutionary Biology Course

Teaching Assistant
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|

|

|

|

|







2017
Leipzig University  Leipzig, Germany
Programing For Evolutionary Biology Course

Statistics And Data Analysis

1. Gysi, D.M., Barabasi, A.L. COVID-19 Drug Repurposing Candidates (2021).

2. Gysi, D.M., Barabasi, A.L. TULIP: Transcriptome Profiling for Discovery of Biomarker (2020).

3. Gysi, D.M., Barabasi, A.L. PEONY: Personalized Diagnostic Tool for Complex Phenotypes from RNA Biomarkers (2020).

1. Gysi, D.M. NetSci: Tools for quantitative analysis in Network Science (2021). CRAN.

2. Gysi, D.M., de Miranda Fragoso, T., Busskamp, V., Almaas, E., Nowick, K. CoDiNA: Co-Expression Differential Network Analysis (2019). CRAN.

3. Gysi, D.M. RichR: Enrichment for Diseases in a Set of Genes (2019). CRAN.
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ORGANIZED EVENTS

Mini Programming for Evolutionary Biology (Free University of Berlin, Berlin, Germany). 2021
Artificial Intelligence for Graphs Study Group (Northeastern University, Boston, USA). 2019 - 2021
Network Medicine Hackathon (Northeastern University, Boston, USA). 2022

REVIEWER

2019 - now Tree Genetics and Genomes.
2020 - now Genome Medicine.
2020 - now Molecular Biology and Evolution.
2020 - now PNAS.
2020 - now BMC Systems Biology.
2020 - now Plos Comutational Biology.
2020 - now Genes.
2020 - now Viruses.
2021 - now Frontiers in Bioinformatics.
2021 - now IEEE/ACM Transactions on Computational Biology and Bioinformatics.
2021 - now Computers in Biology and Medicine.

SOCIETIES

2017 - 2019 R-Ladies chapter Leader: Leipzig.
2018 - 2019 Representative of Caucus women in Statistics - Germany.
2019 - now Active member of Boston Area Pharmaceutical Statistics and Data Science Group.
2019 - now Active member of Boston R-Ladies.
2021 - now Women in Network Science.

HONORS

2012 UFPR Brazil
Best Undergraduate Research.

INTELLECTUAL PROPRIETY

R-PACKAGES

SERVICE




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https://cran.r-project.org/package=NetSci
https://cran.r-project.org/package=CoDiNA
https://cran.r-project.org/package=RichR
https://cran.r-project.org/package=wTO


2011 UFPR Brazil
Best Undergraduate Research.

FELLOWSHIPS

2015 - 2019 CNPq Brazil
Ph.D.. - Fellowship awarded for a 36 months Ph.D. in Germany

2015 DAAD Germany
German Course. - Fellowship awarded for a 6 months course of German language

2010 - 2012 CNPq - UFPR Brazil
Undergrad Research. - Fellowship awarded for 24 months undergrad research

2008 - 2010 CNPq - PUCPR Brazil
Undergrad Research. - Fellowship awarded for 24 months undergrad research


